sequences in molecular phylogenetic trees is consistent with early observations that polychaetes tend to have relatively short branches in such trees, and hence are useful taxa with which to reconstruct gene family evolution. Also it is clear that the traditional molecular model systems for protostomes (e.g. Drosophila melanogaster and Caenorhabditis elegans), which are restricted to the Ecdysozoa, have undergone extensive gene loss during evolution. These ecdysozoan systems, in terms of gene content, are thus more derived from the bilaterian ancestral condition than lophotrochozoan systems like the polychaetes, and are thus less suitable models for deducing bilaterian ancestral states despite the array of powerful genetic and mechanistic manipulation techniques in these ecdysozoans. 
15-P004
Anterior specification and head segmentation in the parthenogenetic and viviparous pea aphid Acyrthosiphon pisum: Expression of hunchback, orthodenticle, empty spiracles, and deformed In contrast, cyclostome lampreys lack all of these specialized muscles, and lamprey myotomes do not exhibit morphological epaxial/ hypaxial distinction. We have examined the cellular behavior of muscle precursors and expression patterns of the lamprey muscle-related genes, and suggested that lampreys already had acquired the prototype of myogenic regulatory mechanisms for the sophisticated musculature found widely in jawed vertebrates.
To gain insights for the key evolutionary events which give rise to the diverse morphology of skeletal muscles, we extend our Metazoans are largely made of repeated parts, and metazoan evolution is marked by changes in the number of these parts, called meristic changes. Understanding the mechanisms associated with development and evolution of these repeated parts is a thus a critical issue to (evolutionary) developmental biology. Palatal rugae are sensory ridges regularly arranged on the hard palate of mammals. In a previous study, we had shown that mouse rugae develop sequentially following mesio-distal growth of the palate, and that activation-inhibition mechanisms very likely control spacing and timing of this sequential addition. In the present study, we characterized trends in rugae number evolution among muroid rodents, showing that most species display 8 1 rugae, changes by one being very frequent in the phylogeny. We S249
